O'Bryen, Barbara 



From: 

Sent: 

To: 

Subject: 



Switzer, Juliet 

Wednesday, January 05, 2005 1:19 PM 
O'Bryen, Barbara 
please search 



08-956991 in USPATS- issued and pending 

1 . Seq id no 1 

2. Seq id no 10 

3. nucleotides 453-6185 of seq id no 1 

4. nucleotides 453-5 1 68 of seq id no 1 0 

5. oligomer of at least 50 nucleotides from seq id no 1 or seq id no 10. 
please return results on disk. 

THANK YOU. 

Juliet Switzer 
Art Unit 1634 
phone: 571-272-753 
office: Remsen 2D75 



1 



GenCore version 5.1.6 
Copyright (c) 1993 - 2005 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



January 6, 2005, 19:14:13 ; Search time 232.323 Seconds 

(without alignments) 
14428.522 Million cell updates/sec 



Title: 



Sequence : 



US-08-956-991-10 COPY 453 5168 



Perfect score: 4716 



1 atgtggatactggctctctc gatgcaaagagtttagctga 4 716 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



824507 seqs, 355394441 residues 



Total number of hits satisfying chosen parameters: 



1649014 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : Issued_Patents_NA: * 

1 : /cgn2_6/ptodata/l/ina/5A_COMB . seq : * 

2 : /cgn2_6/ptodata/l/ina/5B_COMB. seq: * 

3 : /cgn2_6/ptodata/l/ina/6A_COMB. seq: * 

4 : /cgn2_6/ptodata/l/ina/6B_COMB. seq: * 

5 : /cgn2_6/ptodata/l/ina/PCTUS_COMB . seq : * 

6 : / cgn2_6/ptodata/l/ina/backf ilesl . seq : * 



Pred. No, is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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GenCore version 5.1.6 
Copyright (c) 1993 - 2005 



Compugen Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



January 1, 2005, 22:32:49 ; Search time 330.276 Seconds 

(without alignments) 
14212.502 Million cell updates/sec 



US-08-956-991-1 
Perfect score: 6604 

1 tgactgaggccggagcacgg gaaaattgccaaaatatatt 6604 

OLIGO_NUC 

Gapop 60.0 , Gapext 60.0 



Title : 
Perf ec 
Sequence : 

Scoring table : 



Searched : 
Word size 



824507 seqs, 355394441 residues 
50 



Total number of hits satisfying chosen parameters: 0 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Listing first 100 summaries 

Database : Issued_Patents_NA: * 

1 : /cgn2_6/ptodata/l/ina/5A_COMB. seq: * 

2 : /cgn2_6/ptodata/l/ina/5B_COMB. seq: * 

3 : /cgn2_6/ptodata/l/ina/6A_COMB. seq: * 

4 : /cgn2_6/ptodata/l/ina/6B_COMB. seq: * 

5 : /cgn2_6/ptodata/l/ina/PCTUS_COMB . seq : * 

6 : /cgn2_6/ptodata/l/ina/backf ilesl . seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB ID 



Description 



No matches found 



Search completed: January 8, 2005, 16:40:14 
Job time : 330.276 sees 

GenCore version 5.1.6 
Copyright (c) 1993 - 2005 Compugen Ltd. 



OM nucleic 



- nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 



January 8, 2005, 00:29:35 ; Search time 15074 Seconds 

( wi t hou t a 1 i gnment s ) 
17765.558 Million cell updates/sec 

US-08-956-991-1 
6604 

1 tgactgaggccggagcacgg gaaaattgccaaaatatatt 6604 



Scoring table: OLIGO_NUC 

Gapop 60.0 , Gapext 60.0 

Searched: 44308572 seqs, 20275418765 residues 

Word size : 50 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Listing first 100 summaries 

Database : Pending_Patents_NA_Main : * 



136 



GenCore version 5.1.6 
Copyright (c) 1993 - 2005 Cgmpugen Ltd. 



OM nucleic 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched : 
Word size 



nucleic search, using sw model 

January 8, 2005, 00:48:35 ; Search time 724.984 Seconds 

(without alignments) 
15321.252 Million cell updates/sec 

US-08-956-991-1 
6604 

1 tgactgaggccggagcacgg gaaaattgccaaaatatatt 6604 

OLIGO_NUC 

Gapop 60.0 , Gapext 60.0 
1829893 seqs, 840979846 residues 
50 



Total number of hits satisfying chosen parameters: 0 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Listing first 100 summaries 

Database : Pending_Patents_NA_New: * 

1 : /cgn2_6/ptodata/2/pna/PCT_NEW_COMB . seq: * 

2 : /cgn2_6/ptodata/2/pna/US06_NEW_COMB.seq:* 

3 : /cgn2_6/ptodata/2/pna/US07_NEW_COMB.seq:* 

4 : /cgn2_6/ptodata/2/pna/US08_NEW_COMB.seq:* 

5 : /cgn2_6/ptodata/2/pna/US0 9_NEW_COMB . seq : * 

6 : /cgn2_6/ptodata/2/pna/US10_NEW_COMB . seq : * 

7 : /cgn2_6/ptodata/2/pna/US10_NEW_COMB . seql : * 

8 : /cgn2_6/ptodata/2/pna/USll_NEW_COMB . seq : * 

9 : /cgn2_6/ptodata/2/pna/US60_NEW_COMB . seq : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB ID 



Description 



No matches found 



Search completed: January 9, 2005, 01:19:35 
Job time : 724.984 sees 



GenCore version 5.1.6 
Copyright (c) 1993 - 2005 Compugen Ltd. 



OM nucleic 
Run on: 



Title: 

Perfect score : 
Sequence : 



nucleic search, using sw model 

January 8, 2005, 00:48:35 ; Search time 724.984 Seconds 

(without alignments) 
15321.252 Million cell updates/sec 

US-08-956-991-1 
6604 

1 tgactgaggccggagcacgg gaaaattgccaaaatatatt 6604 



Scoring table: 

Searched: 
Word size : 



OLIGO_NUC 

Gapop 60.0 , Gapext 60.0 
1829893 seqs, 840979846 residues 
50 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Listing first 100 summaries 



Database : Pending_Patents_NA_New: * 

1 : /cgn2_6/ptodata/2/pna/PCT_NEW_COMB . seq : * 

2 : /cgn2_6/ptodata/2/pna/US06_NEW_COMB. seq: * 

3 : /cgn2_6/ptodata/2/pna/US07_NEW_COMB. seq: * 

4 : /cgn2_6/ptodata/2/pna/US08_NEW_COMB. seq: * 

5 : /cgn2_6/ptodata/2/pna/US09_NEW_COMB. seq: * 

6 : /cgn2_6/ptodata/2/pna/US10_NEW_COMB. seq: * 

7 : /cgn2_6/ptodata/2/pna/US10_NEW_COMB . seql : * 

8 : /cgn2_6/ptodata/2/pna/USll_NEW_COMB.seq:* 

9 : /cgn2_6/ptodata/2/pna/US60_NEW_COMB . seq : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB ID 



Description 



No matches found 



Search completed: January 9, 2005, 01:19:35 
Job time : 724.984 sees 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table : 



Searched: 
Word size 



January 8, 2005, 00:48:35 ; Search time 704.016 Seconds 

(without alignments) 
15321.252 Million cell updates/sec 

US-08-956-991-10 
6413 

1 tgactgaggccggagcacgg gaaaattgccaaaatatatt 6413 

OLIGO_NUC 

Gapop 60.0 , Gapext 60.0 
1829893 seqs, 840979846 residues 
50 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Listing first 100 summaries 



Database 



Pending_Patents_NA_New: * 

1 : /cgn2_6/ptodata/2/pna/PCT_NEW_COMB . seq : * 

2 : /cgn2_6/ptodata/2/pna/US06_NEW_COMB . seq : * 

3 : /cgn2_6/ptodata/2/pna/US07_NEW_COMB.seq:* 

4 : /cgn2_6/ptodata/2/pna/US08_NEW_COMB. seq:* 

5 : /cgn2_6/ptodata/2/pna/US09_NEW_COMB. seq:* 

6 : /cgn2_6/ptodata/2/pna/US10__NEW_COMB . seq : * 

7 : /cgn2_6/ptodata/2/pna/US10_NEW_COMB . seql : * 

8 : /cgn2_6/ptodata/2/pna/USll_NEW_COMB . seq : * 

9 : /cgn2_6/ptodata/2/pna/US60_NEW_COMB . seq : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB ID 



Description 



No matches found 



Search completed: January 9, 2005, 01:19:35 
Job time : 704.016 sees 



GenCore version 5.1.6 
Copyright (c) 1993 - 2005 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score : 
Sequence : 



January 1, 2005, 22:32:49 ; Search time 320.724 Seconds 

(without alignments ) 
14212.502 Million cell updates/sec 

US-08-956-991-10 
6413 

1 tgactgaggccggagcacgg gaaaattgccaaaatatatt 6413 



Scoring table: OLIGO_NUC 

Gapop 60.0 , Gapext 60.0 



Searched: 
Word size 



824507 seqs, 355394441 residues 
50 



Total number of hits satisfying chosen parameters: 0 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Listing first 100 summaries 

Database : Issued_Patents_NA: * 

1 : /cgn2_6/ptodata/l/ina/5A_COMB. seq: * 

2 : /cgn2_6/ptodata/l/ina/5B_COMB . seq: * 

3 : /cgn2_6/ptodata/l/ina/6A_COMB. seq: * 

4 : /cgn2_6/ptodata/l/ina/6B_COMB. seq: * 

5 : /cgn2_6/ptodata/l/ina/PCTUS_COMB.seq: * 

6 : /cgn2_6/ptodata/l/ina/backf ilesl . seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result Query 

No. Score Match Length DB ID 



Description 



No matches found 



Search completed: January 8, 2005, 16:40:14 
Job time : 320.724 sees 

GenCore version 5.1.6 
Copyright (c) 1993 - 2005 Compugen Ltd. 



OM nucleic 



- nucleic search, using sw model 



Run on: 



January 8, 2005, 00:29:35 



; Search time 14638 Seconds 

( wi thout al ignment s ) 

17765.558 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 



US-08-956-991-10 
6413 

1 tgactgaggccggagcacgg 



gaaaattgccaaaatatatt 6413 



Scoring table: OLIGO_NUC 
Gapop 60 . 0 



Gapext 60.0 



Searched : 



44308572 seqs , 20275418765 residues 



Word size 



50 



Total number of hits satisfying chosen parameters : 



134 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Listing first 100 summaries 



Database 



Pending_Patents_NA_Main: * 



1 : /cgn2_6/ptodata/l/pna/PCTUSl_COMB . seq : * 

2 : /cgn2_6/ptodata/l/pna/PCTUS2_COMB . seq : * 

3 : /cgn2_6/ptodata/l/pna/US06_COMB . seq: * 

4 : /cgn2_6/ptodata/l/pna/US07_COMB . seq : * 

5 : /cgn2_6/ptodata/l/pna/US080_COMB . seq: * 

6 : /cgn2_6/ptodata/l/pna/US081_COMB. seq: * 

7 : /cgn2_6/ptodata/l/pna/US082_COMB . seq: * 

8 : /cgn2_6/ptodata/l/pna/US0,83_COMB . seq : * 

9 : /cgn2_6/ptodata/l/pna/US084_COMB . seq : * 
10 : /cgn2_6/ptodata/l/pna/US085_COMB . seq : * 
11 : /cgn2_6/ptodata/l/pna/US086_COMB . seq : * 
12 : /cgn2_6/ptodata/l/pna/US087_COMB. seq: * 
13 : /cgn2_6/ptodata/l/pna/US088_COMB.seq: * 
14 : /cgn2_6/ptodata/l/pna/US089_COMB.seq: * 
15 : /cgn2_6/ptodata/l/pna/US090_COMB . seq : * 
16 : /cgn2_6/ptodata/l/pna/US091_COMB . seq : * 
17 : /cgn2_6/ptodata/l/pna/US092A_COMB . seq : * 
18 : /cgn2_6/ptodata/l/pna/US092B_COMB . seq : * 
19 : /cgn2_6/ptodata/l/pna/US093A_COMB . seq : * 
20 : /cgn2_6/ptodata/l/pna/US093B_COMB. seq: * 
21 : /cgn2_6/ptodata/l/pna/US094_COMB . seq : * 
22 : /cgn2_6/ptodata/l/pna/US095A_COMB . seq : * 
23 : /cgn2_6/ptodata/l/pna/US095B_COMB . seq : * 
24 : /cgn2_6/ptodata/l/pna/US095C_COMB . seq : * 
25 : /cgn2_6/ptodata/l/pna/US095D_COMB . seq : * 
26 : /cgn2_6/ptodata/l/pna/US096A_COMB . seq : * 
27 : /cgn2_6/ptodata/l/pna/US096B_COMB . seq : * 
28 : /cgn2_6/ptodata/l/pna/US096C_COMB. seq: * 
29: /cgn2_6/ptodata/l/pna/US096D_COMB. seq: * 
30 : /cgn2_6/ptodata/l/pna/US096E_COMB. seq: * 
31: /cgn2_6/ptodata/l/pna/US097A_COMB. seq: * 
32 : /cgn2_6/ptodata/l/pna/US097B_COMB . seq : * 



GenCore version 5.1.6 
Copyright (c) 1993 - 2005 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: January 6, 2005, 19:14:13 / Search time 315.922 Seconds 

(without alignments) 
14428.522 Million cell updates/sec 

US-08-956-991-10 
Perfect score: 6413 

1 tgactgaggccggagcacgg gaaaattgccaaaatatatt 6413 

IDENTITY_NUC 
Gapop 10.0 , Gapext 1.0 



Title: 
Perf ec 
Sequence : 

Scoring table: 



Searched: 824507 seqs, 355394441 residues 

Total number of hits satisfying chosen parameters: 1649014 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : Issued_Patents_NA: * 

1 : /cgn2_6/ptodata/ l/ina/5A_C0MB . seq : * 

2 : /cgn2_6/ptodata/l/ina/5B_COMB . seq : * 

3 : /cgn2_6/ptodata/l/ina/6A_COMB. seq: * 

4 : /cgn2_6/ptodata/l/ina/6B_COMB . seq : * 

5 : /cgn2_6/ptodata/l/ina/PCTUS_COMB. seq: * 

6 : /cgn2_6/ptodata/l/ina/backf ilesl . seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 



Result 
No. 


Score 


Query 
Match 


Length 


DB 


ID 








Description 


1 


1922 


30 


.0 


5824 


4 


US- 


09- 


620 


-312D-72 


Sequence 


72 , Appl 


2 


541 


8 


4 


1493 


2 


us- 


08- 


752 


-307B-6 


Sequence 


6, Appli 


3 


541 


8 


4 


1493 


3 


us- 


09- 


707 


-802-6 


Sequence 


6, Appli 


4 


541 


8 


4 


1493 


3 


us- 


09- 


991 


-326-6 


Sequence 


6, Appli 


5 


133 .4 


2 


1 


757 


4 


us- 


09- 


270 


-767-12893 


Sequence 


12893, A 


C 6 


79.6 


1 


2 


2561 


4 


us- 


09- 


616 


-289-48 


Sequence 


48, Appl 


C 7 


78.2 


1 


2 


1614 


4 


us- 


09- 


616 


-289-45 


Sequence 


45, Appl 


c 8 


78 .2 


1 


2 


12425 


4 


us- 


09- 


616 


-289-50 


Sequence 


50, Appl 


9 


73 .4 


1 


1 


320 


3 


us- 


09- 


165 


-264-7 


Sequence 


7, Appli 


c 10 


73 .4 


1 


1 


152331 


3 


us- 


09- 


128 


-155-16 


Sequence 


16, Appl 


11 


72 .4 


1 


1 


320 


3 


us- 


09- 


165 


-264-13 


Sequence 


13, Appl 



c 


1 o 


/ U . O 


1 . 


J. 


1 T A T Q "J 

X X4 / y J 


A 

4 


TTC _1 A_1 AQ-QOft-T 
Ub-XU-X4o-OUb-J 


oecjuence 


3 , Appli 




J. J 




1 . 


1 
X 


Ton 
J Z U 




TTO OQ_1^C 0<CA_1A 

uo-uy-xbo-zb4-x4 


0 1 /™1 *^ 

oequence 


X4 , AppX 




T A 
J. ft 




1 . 


X 


J Xo 


■3 


Uo-uy-xbo-zb4-xz 


oecjuence 


XZ , AppX 






C Q 


J. . 


X 


'5 1 Q 

J X y 


■3 


TTC - OQ-1 ^c:_0^;A_fi 

uouyxbDZb4-o 


oecjuence 


0 , AppXX 




J. D 


b y 


T 

i . 


X 


Ton 
O z u 


•3 


UiDuy-xbo-zb4XX 


oecjuence 


XX, App X 




1 n 


o b . 4 




U 


A n •? Q 
ft u / o 


A 

4 


TTC _nQ_m C_A'3A_1 T "30 
Uo Uy-UXb 4-34 XXjZ 


oecjuence 


1 1 "3 O a-r^ 
X X 0 Z , Ap 




1 fl 
X o 


b b . ft 


± . 


. u 


n n n 
b u u vj 


X 


TTC_nQ-'3AR_nnf^T3-f^ 
UiD U0 j40 UUbl3-b 


oecjuence 


6 / App 1 1 




1 Q 


b b . 4 


J. . 


u 


A A A 

b u u u 


Z 


TTO no Qnn qoca a 


Secjuence 


6 , App 1 1 




9 n 

^ \J 


O D . rx 


n 

J. . 




n n n 
o u u u 


•3 


TTQ _nQ-1 


oecjueiiv^e 


6 / App 1 1 




O 1 


bb . *± 


T 

± . 


u 


fi ri n 
b u u u 




Dr'T' TTCQA 1 m a 
FL-i - uoy4 - xuxbb-b 


Secjuence 


6 , App 1 1 




0 0 


b b . z 


J. . 


u 


9 A n 1 
Z ft U X 


•3 


TTC-HQ-TOA QCA-1 
Uo Uy /Z4 c5b4 X 


oecjuence 


1 , App 1 1 


c 




b b 


T 

X . 


. u 


A A n 1 T 

ft ft U J / b D 




TTC HQ T n "3 QAHTi O 
Uo Uy XUo C54U/\-Z 


Secjuence 


2 , Appl. 


c 


Z ft 


b b 


T 

± . 


n 

. U 


A A 1 1 O Q 

ft ft X xo z y 


■3 


TTC no Tm QAHTi T 

Ub-Uy-XUj- o4 UA- X 


oecjuence 


1 , App 1 






b D . z 


X . 


A 

. u 


A A 1 1 Q O Q 
ft ft X XD Z y 




TTC-OQ-T n'3-PAnA_1 


oecjuence 


1 , App 1 . 




0 C 
Z O 


<C T A 

b J . 4 


X . 


A 

. U 


xz u ^ 


•3 


TTC _nQ_nQC mn i 
Uo-uy-uob-uxu-x 


oequence 


1 , App 1 1 




^ / 


b J . z 


X . 


A 

. u 


b J b J 


A 

4 


TTC_nQ_no'3 £ CI c qtq 
uo-uy-uzj-bDD-o /y 


oequence 


Q T Q Rt^t^ 

0 / y , App 




Z O 


b z> 


1 

X . 


A 

. u 


'3 c: n 
J D U / 


Z 


TTC _np-'7'7ii-rtnQ-'3^c 


oequence 


J b , App X 




O Q 


bz . b 


X . 


A 


A A O 1 "7 t: 
ft ft U J / b D 


-3 


TTC - OQ-1 0'3_QAna_0 
Uo Uy L\j 0 - 04UA-Z 


oequence 


2 , App 1 


c 


n 
J u 


b z . z 


X . 


A 


O U X 


z 


TTC _nfl-7'7n-'3'7Q-1 

uouo~ / 1 \) ~ J / y xb 


oequence 


X b , Appx 


c 


"7 1 


bz . z 


X . 




o u X 


■3 


TTC ri Q "7 C7 ^^Q7i 1 

Uid uo { 0 / -bb y/\ xb 


Sequence 


lb , AppX 


c 




bz . z 


X . 


A 

. u 


o U X 


•3 


TTC HQ 0*30 '3'71A 

Uo-uy-zou-j / XA- Xb 


Sequence 


lb , AppX 






b z 


X . 


A 

. u 


A O "7 
ft Z O / 


z 


TTC no A "7 "3 T 

uo uc5 byu 4 / j- x 


oequence 


1 , App 1 1 




o 4 


bz 


X . 


A 

. u 


j1 O C "7 

ft z o / 




TTC AO OCO QOTA T 

Uo-uy-ZDy-oz lA- X 


Sequence 


1 , App 1 1 






bz 


X . 


A 

. u 


/I O C "7 
4Z D / 




TTC AQ 0/1*3 zrCQ T 

Uo-Uo-o4J-bDy-X 


Sequence 


1 , App 1 1 




J D 


bz 


X . 


. u 


A O T 

ft z o / 


/I 
4 


TTC AQ 00c OQQA T 

Uo-Uy-oZD-zo oA- X 


Sequence 


1 , App 1 1 


c 


J / 


bZ 


X . 


A 

. U 


IZ UU X 


X 


TTC AQ ACQ C£Q7V T 1 

Ub-Uo-4DO - Ob oA- X X 


oequence 


X X , App J. 


c 


J O 


b 1 . b 


X . 


A 

. u 


A A m 


z 


TTC AQ OQA QA 1 1 

Ub-Uo-Zo4-y4X-X 


Sequence 


1 , App 1 i 


c 




D ± . b 


1 

X . 


A 

, u 


A A O 7 
ft ft U J 


z 


TTC -C\^ -AAI ~CAO -1 
UO U0 44 / ~b4Z~X 


oequence 


1 , App 1 1 


c 


40 


61.6 


1. 


. 0 


4403 


3 


US-09-236-503-1 


Sequence 


1, Appli 


c 


41 


61.6 


1. 


.0 


4403 


5 


PCT-US93-02147A-1 


Sequence 


1, Appli 


c 


42 


61.2 


1. 


.0 


8147 


3 


US-09-514-247A-9 


Sequence 


9, Appli 


c 


43 


60.6 


0. 


. 9 


801 


3 


US-09-298-568-3 


Sequence 


3, Appli 


c 


44 


60.6 


0. 


. 9 


801 


4 


US-09-894-273-3 


Sequence 


3, Appli 




45 


60.4 


0. 


. 9 


8438 


1 


US-07-945-283-1 


Sequence 


1, Appli 



GenCore version 5.1.6 
Copyright (c) 1993 - 2005 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



January 6, 2005, 19:14:13 ; Search time 282.423 Seconds 

( wi t hou t a 1 ignment s ) 
14428.522 Million cell updates/sec 



Title: 

Perfect score ; 
Sequence : 



US-08-956-991-l_COPy_4 53_6185 
5733 

1 atgtggatactggctctctc tagaatggactttttgttaa 5733 



Scoring table : 



IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 824507 seqs, 355394441 residues 

Total number of hits satisfying chosen parameters: 1649014 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : Issued_Patents_NA: * 

1 : /cgn2_6/ptodata/l/ina/5A_COMB . seq: * 

2 : /cgn2_6/ptodata/l/ina/5B_COMB . seq: * 

3 : /cgn2_6/ptodata/l/ina/6A_COMB . seq: * 

4 : /cgn2_6/ptodata/l/ina/6B_COMB . seq : * 

5 : /cgn2_6/ptodata/l/ina/PCTUS_COMB . seq: * 

6 : /cgn2_6/ptodata/l/ina/backf ilesl . seq: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


2127 


.4 


37 


.1 


5824 


4 


US-09-620 


-312D-72 


Sequence 


72, Appl 


2 


529 


.2 


9 


.2 


1493 


2 


US-08-752 


-307B-6 


Sequence 


6, Appli 


3 


529 


.2 


9 


.2 


1493 


3 


US-09-707 


-802-6 


Sequence 


6, Appli 


4 


529 


.2 


9 


.2 


1493 


3 


US-09-991 


-326-6 


Sequence 


6, Appli 


5 


133 


.4 


2 


.3 


757 


4 


US-09-270 


-767-12893 


Secjuence 


12893, A 


6 


66 


.4 


1 


.2 


4078 


4 


US-09-016 


-434-1132 


Sequence 


1132, Ap 


7 


66 


.4 


1 


.2 


6000 


1 


US-08-348 


-006B-6 


Sequence 


6, Appli 


8 


66 


.4 


1 


.2 


6000 


2 


US-08-800 


-825A-6 


Sequence 


6, Appli 


9 


66 


.4 


1 


.2 


6000 


3 


US-09-158 


-657-6 


Sequence 


6, Appli 


10 


66 


.4 


1 


.2 


6000 


5 


PCT-US94- 


10166-6 


Sequence 


6, Appli 


11 


66 


.2 


1 


.2 


2401 


3 


US-09-724 


-864-1 


Sequence 


1, Appli 



1 o 


63 


.2 


X . 


. J. 


O O O J 


A 
ft 


TTC 




- n9 1 

- UZ J 


£ R C P 7 Q 


Sequence 


P7Q 7\tm^ 


± J 


57 


X . 


A 

. u 


7 7 A 9 


A 
ft 


TTC 


-HQ 


UZ J 


-ddd-Xjjd 


oequencc 


X J J D / '^P 


1 A 


57 


X . 


A 

. u 


7 7 n 9 


A 
ft 


TTC 
UO 


- n ci 


- 7 A 1 

- / ft J 


- 4 Q9 a _ 7 
ft y ZA- J 


oeqixencc 


3 / App 1 i 


1 C 


56 


, 2 


1 

X . 


A 

. u 


JO/ 


A 
ft 


TTC 
UO 


-HQ 


- 9 7 n 
z / u 


- 7 *C7 _ 7 OA 


oequence 


J J ft , 


-LD 




• z 


X . 


A 

, u 


1 7 


A 
ft 


TTC 
UO 




- 9 7 n 
z / u 


-7^7-1 ^f^lf^ 


C ^ /"n 1 ^ /"V 

OcCJU.CllC.c 


1 Q ^C7 <^ a 

X3 0 / 0 / M. 




53 


. 8 


n 
u . 


Q 


7 1 n P 

/ X U O 


A 
ft 


TTC 
UO 




- P9 9 

oz z 


- P 7 1 - 1 
O / X X 


OcCJUcIlCC 


1 1 App 1 X 


1 R 
X o 


47 


. 8 


n 
\j < 


P 


9 £ n n 
z o u u 


9 


TTC 
UO 


-Oft 


-407 
ft Z / 


- 4 Q7Tr - A 
*± -7 / H ft 


0 ^y~ri 1 ATI A 

Oc:^U.CllQ^C 


ft f X X 




4 7 


Q 
• O 


A 

u . 


Q 

, O 


1 1 P Q 
J X O ^ 


9 


TTC 
UO 


-HP 


-497 
ft Z / 


- A Q7T? - 1 
ft t Ci ^ 


C A y^i 1 A 1^ A 

oecj_u,€iice 


r -"-PP ^ 






< o 


o 

\J < 


P 


7 74 


9 


TTC 
u o 


-OP 


- A 1 

- J ft X 


- P4 "^Pl- 1 

- O ft J 13 — X 


C Q /"n 1 An A 
Oct^tLcIlCc 


1 / App 1 X 


0 1 




p 


A 

u . 


p 




9 


us 


-08 


-427 


- A Q7T? _ 1 

- ft 17 / £1 — X 


oecjuence 


1 , App 1 X 




A 7 


p 


A 

W . 


p 


1 7 7 A - 


9 


US 


-08 


-427 


— A OTP — 9 

- ft i7 / £1 - Z 


oecjuencc 


2 , Applx 




4 7 


p 
. o 


A 
U . 


Q 

, o 


P P P 




us 


-08 


-506 


z yoo X J 


Sequence 


Xo , AppX 




4. ^ 


p 


A 
U . 


Q 

, o 


c c Q A 

o D y U 


A 


us 


-08 


-447 


- 4 o4 - z 


Sequence 


2 , Applx 




*± 3 


p 
. o 


A 
U . 


Q 

. O 


C £ Q A 
D D Vj 


9 


us 


-08 


-716 


7 Q 0 

0 / z 


Sequence 


2 / -^PP ^ 1 


£. D 


A R 




A 
U . 


Q 


/I A Q 
ft b U O 


1 
O 


us 


-09 


-041 


P Q £ OA 
- 0 0 D - Z4 


Sequence 


Z4 , AppX 


Z / 




* Z 


A 

U . 


P 


A £ rt P 

ft D U O 




PCT-US94- 


A c 9 T "7 _ -| 
U D Z / / - X 


oequence 


1 , ^PP ^ 


Z O 


45 


. 2 


■ A 
U . 


p 


7 A 7 
/ Oft / 


ft 


US 


-09 


-566 


_ Q9 1 - 7 
- y Z X - / 3 


oequence 


/ D 1 ^T^PP X 


0 Q 


44 


• o 


A 
U . 


p 


4 P4 7 
ft Oft J 




US 


-08 


-986 


- A P - 1 
ft 0 D X 




1 / Appl X 


J U 


44 


• ^ 


A 
U . 


p 


^ A p A 
fi U O U 


ft 


US 


-09 


-016 


A 1 A T "3 7 C 
ftJft XJZo 


oequence 


X J z b , Ap 


7 1 




• ^ 


A 

U . 


p 




A 
ft 


US 


-09 


-976 


_ c Q A - "5 n 


oequciicc 


con Atm^ 
0 0 u , ^pp 




44 


9 


A 

U , 


p 


3 oft D 


A 
ft 


US 


-09 


-023 


-DDD-XjXi7 


oequence 


X J X i7 , /\p 


1 1 
J J 


44 


9 


A 

U 1 


p 


Q £ p 1 
D O O X 


ft 


US 


-09 


-919 


_ 1 7 9 _ P 
- X / z - o 0 


oequence 


DO f -P^PP X 


1 A 


44 


9 


A 

U . 


Q 

. o 


C Q 1 1 
D y J J 


ft 


US 


-09 


-919 


T 7 7 7 1 
- X / z - Z J 


Sequence 


Z J , -^PP -L 




4 


p 
> o 


A 

U , 


Q 


ft o X 


ft 


US 


-09 


-270 


7 C 7 P T A 


Sequence 


0 X 4 / App 


J O 


4 


p 
> o 


A 

U , 


Q 


A CI 
ft D X 


ft 


us 


-09 


-270 


- /D / -XDUyo 


oequence 


T A Q £r A 
Xb U y b , ii 


J / 


42 


.8 


A 

U . 


n 

. / 


A Q 7 C 
ft y / D 


A 
£. 


us 


-08 


-249 


-DO X 


Sequence 


1 , App 1 X 


O O 


42 


. 8 


A 

U . 


n 

, 1 


A Q P Q 


9 


us 


-08 


-666 


_ 1 Q9 a _ 1 


oequence 


3 / App 1 X 




42 


.8 


A 

U . 


n 

, / 


A Q P Q 
ft O i7 


9 
Z 


us 


-08 


-625 


-PI Q _ 1 
0 X X 


ocquciicc 


1 , App 1 X 


40 


42 


.8 


0 


.7 


4989 


3 


us 


-08 


-755 


-558-4 


Sequence 


4, Appli 


41 


42 


.8 


0 


.7 


4989 


3 


us 


-08 


-746 


-559A-1 


Sequence 


1, Appli 


42 


42 


.8 


0 


.7 


4989 


3 


us 


-08 


-880 


-313A-9 


Sequence 


9, Appli 


43 


42 


. 8 


0 


.7 


4989 


3 


us 


-09 


-199 


-926-3 


Sequence 


3, Appli 


44 


42 


.8 


0 


. 7 


4989 


3 


us 


-09 


-389 


-855A-9 


Sequence 


9, Appli 


45 


42 


.8 


0 


. 7 


4989 


3 


us 


-09 


-668 


-822-9 


Sequence 


9, Appli 



GenCore version 5.1.6 

Copyright (c) 1993 - 2005 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table ; 



Searched : 



January 6, 2005, 19:14:13 ; Search time 325.331 Seconds 

(wit hou t a 1 i gnme n t s ) 
14428.522 Million cell updates/sec 

US-08-956-991-1 
6604 

1 tgactgaggccggagcacgg gaaaattgccaaaatatatt 6604 

IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



1649014 



824507 seqs, 355394441 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing : Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Issued_Patents_NA: * 

1 : /cgn2_6/ptodata/l/ina/5A_COMB . seq : * 

2 : /cgn2_6/ptodata/l/ina/5B_COMB . seq: * 

3 : /cgn2_6/ptodata/l/ina/6A_COMB . seq : * 

4 : /cgn2_6/ptodata/l/ina/6B_COMB , seq: * 

5 : /cgn2_6/ptodata/l/ina/PCTUS_COMB . seq : * 

6 : / cgn2_6/ptodata/l/ ina/backf iles 1 . seq : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 





No. 


Score 


Match Length 


DB 


ID 








Description 




1 


2127.4 


32 


2 


5824 


4 


US- 


09- 


620 


-312D-72 


Sequence 


72, Appl 




2 


541 


8 


2 


1493 


2 


US- 


08- 


752 


-307B-6 


Sequence 


6, Appli 




3 


541 


8 


2 


1493 


3 


us- 


09- 


707 


-802-6 


Sequence 


6, Appli 




4 


541 


8 


2 


1493 


3 


us- 


09- 


991 


-326-6 


Sequence 


6, Appli 




5 


133 .4 


2 


0 


757 


4 


us- 


09- 


270 


-767-12893 


Sequence 


12893, A 
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